JOINOJIHUTEJIBHBIE MATEPHUAJIBI

JonosHuTebHast Tabauna 1. bakrepun-accolyaHThbl, BbIIEIECHHBIE COBMECTHO C

K. Pneumoniae.

Supplementary Table 1. Associated bacteria isolated with K. pneumoniae

[Tamment Bakrepun, BbIeNeHHBIE B acconnanuu ¢ K. pneumoniae
Patient Bacteria isolated in association with K. pneumoniae
P1 Staphylococcus carnosus
P3 Acinetobacter baumannii
P8 Enterococcus faecium
P10 Candida albicans
P14 Staphylococcus hominis

Streptococcus salivarius
Escherichia coli
Staphylococcus aureus

P15 Candida albicans

P21 Pseudomonas aeruginosa
Candida albicans

P22 Acinetobacter baumannii

P23 Candida krusei

P27 Streptococcus mitis

Staphylococcus haemolyticus
Candida glabrata

P28 Candida albicans
Candida krusei

P36 Pseudomonas aeruginosa

P37 Candida glabrata

P38 Acinetobacter baumanni

P39 Acinetobacter baumanni
Candida albicans

P42 Candida krusei

P43 Staphylococcus aureus

P44 Acinetobacter baumanni

P45 Pseudomonas aeruginosa




JomosnutenbHass Tabdauma 2.  PacnpeneneHue (A)  PE3UCTEHTHBIX K
anTOnoTukaM U (b) MO3UTHBHBIX Ha TE€HBI THIIEPBUPYJICHTHOCTH HU30JATOB K.

pneumoniae B 3aBUCUMOCTH OT UCTOYHUKA BBIJCICHUS

Supplementary Table 2. Distribution of (A) antibiotic-resistant K. pneumoniae
isolates and (B) hypervirulence gene-positive K. pneumoniae isolates depending on
the source of isolation

AnTnouorux/ I'CH KonnuectBo H30JIATOB, BBIICJICHHBIX U3 pa3HbIX HCTOYHUKOB, N (%)
TUIIEPBUPYIIEHTHOCTH The number of isolates isolated from different sources, , n (%)
Antibiotic/  hypervirulence Moxkpora Kposb Pana Moua Mas3ok u3 3eBa
gene (n=25) (n=6) (n=6) (n=3) u Hoca (n=5)

Sputum(n=25) | Blood(n=6) The Urine A smear from

wound(n=6) (n=3) the throat and
nose(n=>5)
A
AMP 25 (100) 6 (100) 6 (100) 3 (100) 5 (100)
CTX 21 (84) 6 (100) 6 (100) 3 (100) 4 (80)
CAZ 21 (84) 6 (100) 6 (100) 3 (100) 4 (80)
CRO 21 (84) 6 (100) 6 (100) 3 (100) 4 (80)
FEP 21 (84) 6 (100) 6 (100) 3 (100) 4 (80)
SAM 21 (84) 6 (100) 6 (100) 3 (100) 4 (80)
CIP 20 (80) 6 (100) 6 (100) 3 (100) 4 (80)
LVX 20 (80) 6 (100) 6 (100) 3 (100) 4 (80)
AMC 20 (80) 4 (66,7) 6 (100) 3 (100) 4 (80)
IPM 19 (76) 5(83,3) 4 (66,7) 2 (66,7) 4 (80)
MEM 19 (76) 5(83,3) 4 (66,7) 2 (66,7) 4 (80)
GEN 15 (60) 3 (50) 4 (66,7) 2 (66,7) 3 (60)
AMK 12 (48) 2(33,3) 3 (50) 1(33,3 2 (40)
b

magA/K1 1(4) 0 1(16,7) 0 0
wzy/K2 11 (44) 3 (50) 3 (50) 0 2 (50)
iucA 13 (52) 4 (66,7) 4 (66,7) 1(33,3) 1(25)
prmpA 7 (28) 4 (66,7) 4 (66,7) 0 0
peg-344 4 (16) 0 1(16,7) 0 0
prmpA-+iucA+peg-344 4 (16) 0 1(16,7) 0 0




